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<400> 1 

tatatataca catatgctca tatttacact tattacatgt tcatatgatc ttgtcttaat 60 

taggcacata tttttttctt ttcttgagct agattaagga ctgaaattaa ttcatggctg 120 

atgcaaatat gggtgccggt ggaggtcaat tccctgattt tccttcggtt ttaactcacg 180 

gcggacaata tgtacagttt gatatttttg gtaatttctt tgagatcact accaagtatc 240 

gtcctcctat tatgcctatt ggtcgtggtg cttatggaat tgtctgctcg gtgttgaata 300 

cggagctgaa tgagatggtt gcagttaaga aaatcgcgaa tgcgtttgat atttacatgg 360 

atgctaagag gactctccgt gagattaagc tcctccgcca tttagaccat gaaaatgtaa 420 

ttggtttaag agacgtgatt cctccaccct tacgaaggga gttttctgat gtttacattg 480 

ctactgaact catggatact gatcttcacc aaataattag atccaaccaa ggtttatcag 540 

aggatcactg tcagtacttc atgtatcagc tcctccgtgg cctaaaatac atacattccg 600 

cgaatgttct tcatagagat ctcaaaccga gcaacctttt ggtaaatgca aattgtgatc 660 

ttaagatatg tgactttggt cttgctaggc caaacataga gaacgagaat atgacggaat 720 

atgttgtaac cagatggtac agggcaccag agcttttgtt gaactcttca gattacactg 780 

ctgctataga tgtttggtct gtcggttgca tcttcatgga acttatgaat agaaaacctt 840 

tgtttggtgg aaaagatcat gtacatcaaa tacgcttgtt aaccgagctt cttggcaccc 900 

caacagaagc tgatcttggc ttcctccaaa atgaagatgc aaagagatac atcaggcaac 960 

tcccacaaca tcctcgccag cagttagcag aagttttccc tcatgtgaac ccattggcta 1020 

ttgatcttgt cgataaaatg ttgacattcg atcctactag aagaattaca gttgaggaag 1080 

cattagatca tccctacctt gcaaagctcc acgatgcagg tgacgaaccg atctgccctg 1140 

ttccattctc ctttgacttt gagcaacaag gaataggaga agagcaaatt aaggacatga 1200 

tatatcagga agctttgtca ctgaatcctg aatatgctta aacataagag aaatcaattc 1260 

ttcttctcct gtttcccctt tgatctggag tatctacttt cctactgtgg attttcttgc 1320 

tcggaccgag ccactcaatg tttttgctca ctggtcagtc ctttgcgcaa cttgtaatgt 1380 

aaggcagcct tcaatgtgca gccatctata tatctttttt attttttatt tttattacgg 1440 

tgctgtctga gctagcttgt gggcaccttg attatttcat tggatattgc tacctcccgc 1500 

cagcacaacc atttatatct cccactcatt cttatgattt gtatcttgtg tgttgtattc 1560 

agctaaaacc aataatggca ggttcctcaa caatcataga cacatcatct atgcagaatt 1620 

caagtttctc ttttccaact tcatcttctt cattcatgac ttcttcattc actgaacttc 1680 

ttgcttctga tgattatcca acaaagagca aaggacttgg tgata 1725 



<210> 2 
<21>> 375 
<212> PRT 

<213> Nicotiana tabacum 
<400> 2 

Met Ala Asp Ala Asn Met Gly Ala Gly Gly Gly Gin Phe Pro Asp Phe 

15 10 15 

Pro Ser Val Leu Thr His Gly Gly Gin Tyr Val Gin Phe Asp lie Phe 

20 25 30 

Gly Asn Phe Phe Glu lie Thr Thr Lys Tyr Arg Pro Pro lie Met Pro 

35 40 45 

lie Gly Arg Gly Ala Tyr Gly lie Val Cys Ser Val Leu Asn Thr Glu 

50 55 60 

Leu Asn Glu Met Val Ala Val Lys Lys lie Ala Asn Ala Phe Asp lie 
65 70 75 80 

Tyr Met Asp Ala Lys Arg Thr Leu Arg Glu lie Lys Leu Leu Arg His 

85 90 95 

Leu Asp His Glu Asn Val lie Gly Leu Arg Asp Val lie Pro Pro Pro 

100 105 110 

Leu Arg Arg Glu Phe Ser Asp Val Tyr lie Ala Thr Glu Leu Met Asp 

115 120 125 

Thr Asp Leu His Gin lie lie Arg Ser Asn Gin Gly Leu Ser Glu Asp 

130 135 140 

His Cys Gin Tyr Phe Met Tyr Gin Leu Leu Arg Gly Leu Lys Tyr lie 
145 150 155 160 

His Ser Ala Asn Val Leu His Arg Asp Leu Lys Pro Ser Asn Leu Leu 

165 170 175 

Val Asn Ala Asn Cys Asp Leu Lys lie Cys Asp Phe Gly Leu Ala Arg 

180 185 190 

Pro Asn lie Glu Asn Glu Asn Met Thr Glu Tyr Val Val Thr Arg Trp 

195 200 205 

Tyr Arg Ala Pro Glu Leu Leu Leu Asn Ser Ser Asp Tyr Thr Ala Ala 

210 215 220 

lie Asp Val Trp Ser Val Gly Cys lie Phe Met Glu Leu Met Asn Arg 
225 230 235 240 

Lys Pro Leu Phe Gly Gly Lys Asp His Val His Gin lie Arg Leu Leu 

245 250 255 

Thr Glu Leu Leu Gly Thr Pro Thr Glu Ala Asp Leu Gly Phe Leu Gin 

260 265 270 

Asn Glu Asp Ala Lys Arg Tyr lie Arg Gin Leu Pro Gin His Pro Arg 

275 280 285 

Gin Gin Leu Ala Glu Val Phe Pro His Val Asn Pro Leu Ala lie Asp 

290 295 300 

Leu Val Asp Lys Met Leu Thr Phe Asp Pro Thr Arg Arg lie Thr Val 
305 310 315 320 

Glu Glu Ala Leu Asp His Pro Tyr Leu Ala Lys Leu His Asp Ala Gly 

325 330 335 

Asp Glu Pro lie Cys Pro Val Pro Phe Ser Phe Asp Phe Glu Gin Gin 

340 345 350 

Gly lie Gly Glu Glu Gin lie Lys Asp Met lie Tyr Gin Glu Ala Leu 

355 360 365 

Ser Leu Asn Pro Glu Tyr Ala 
370 375 



